ALCAX5 (At1g55730) (CaCA)

ACAX1 (At2938170) (CaCA) A’f\rtsilgﬁgm AICAX6 (At1g55720) (CaCA)
AtCAX3/AtHCX1 (AT3g51860) (CaCA) (CaCA)
100 08 AtCAX2 (AT3g13320) (CaCA)
AtCAX10 (At1g54110) (CaCA)
100 ﬁ:ﬁg%f AINHX5 (Atlg54370) (CPAL)
(At2g01980) AtNHX6 (At1g79610) (CPAL)
AICAX9 (AT3g14070) (CaCA) 100 100(YDL1V2%)\/(V1) (CPAL) AtNHX4 (AT3g06370) (CPAL)
YDL206W 100 ?Att'\'l';XS AtNHX1 (AT527150) (CPAL)
100 14660 (17 100
AtCAX8 (AT5g17850) (CaCA) 92 - 100 (CPA1) 100
100 100
99 AtNHX2 (AT3g05030) (CPA1)
AtCAX7(AT5g17860) (CaCA) 100 100
AtCAX11 (At1g08960) (CaCA) 36 86 AtNHX3 (AT5g55470) (CPA1L)
NHX1 (yeast Na/H antiporter)
YBR235W 95
22
62 YNL321W
At1g30450 (CCC) 12 43 64 AtKEA6 (AT5g11800) (CPA2)
NHAL1 (yeast Na/H antiporter) AKEA4 (A2g19600) (CPA2)
100 100 9
50 AtKEAS (AT5g51710) (CPA2)

AtNHD1(AT3g19490) (NhaD)

AtNHD2 (At1g49810) (NhaD)
AtMHX1(At2g47600) (CaCA)

AtKEA3 (AT4g04850) (CPA2) 1

AtKEA1 (At1g01790) (CPA2)
AtKEA2 (AT4g00630) (CPA2)

YJLO94C
AtCHX2 (At1g79400) (CPA2)

AtCHX1 (At1g16380) (CPA2)
AICHX4 (AT3g44900) (CPA2)

AtCHX3 (AT5¢22900) (CPA2)

AtCHX28

AtCHX26 (AT5g01680) (CPA2)
AICHX27 (AT5g01690) (CPA2)

AtCHX7 (At2g28170) (CPA2)

AtCHX24 (AT5g37060) (CPA2) ACHX (At1g08140) (CPA2)
AtCHXS (At2g28180) (CPA2)

AICHX25 (AT5g58460) (CPA2) ACHX9 (AT5G22910) (CPA2)

100

AtCHX11 (AT3g44920) (CPA2)

AtCHX10 (AT3g44930) (CPA2)
AtCHX12 (AT3g44910) (CPA2)

AtCHX14 (At1g06970) (CPA2)
AtCHX13 (At2g30240) (CPA2)

AtCHX21 (At2g31910) (CPA2)

AtCHX23 (At1g05580) (CPA2)

AtCHX20 (AT3g53720) (CPA2)
AtCHX15 (At2g13620) (CPA2)

AtCHX19 (AT3g17630)(CPA2) ALCHX16 (At1g64170) (CPA2)

AtCHX17 (AT4g23700) (CPA2) AtCHX18 (AT5g41610) (CPA2)



